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2 <110> APPLICANT: Ruben et al. 

4 <120> TITLE OF INVENTION: Protein Tyrosine Kinase Receptor Polynucleotides, 
Polypeptides, and 
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Antibodies 
<130> FILE REFERENCE: PT020P1 

<140> CURRENT APPLICATION NUMBER: US/09/836 , 392 



<141> 
<150> 
<151> 
<150> 
<151> 
<150> 
<151> 
<150> 
<151> 



CURRENT FILING DATE: 2001- 
PRIOR APPLICATION NUMBER: 



04-18 

PCT/US00/28066 



2000-10-11 
NUMBER: 60/159, 542 

1999-10-15 
NUMBER: 60/165,914 

1999- 11-17 
NUMBER: 60/189, 027 

2000- 03-14 



PRIOR FILING DATE: 
PRIOR APPLICATION 
PRIOR FILING DATE: 
PRIOR APPLICATION 
PRIOR FILING DATE: 
PRIOR APPLICATION 
PRIOR FILING DATE: 
<160> NUMBER OF SEQ ID NOS : 34 
<170> SOFTWARE: Patentln Ver. 2.0 
<210> SEQ ID NO: 1 
<211> LENGTH: 733 
<212> TYPE: DNA 
<213> ORGANISM: Homo sapiens 
<400> SEQUENCE: 1 

gggatccgga gcccaaatct tctgacaaaa ctcacacatg cccaccgtgc ccagcacctg 60 
aattcgaggg tgcaccgtca gtcttcctct tccccccaaa acccaaggac accctcatga 120 

37 tctcccggac tcctgaggtc acatgcgtgg tggtggacgt aagccacgaa gaccctgagg 180 

38 tcaagttcaa ctggtacgtg gacggcgtgg aggtgcataa tgccaagaca aagccgcggg 240 

39 aggagcagta caacagcacg taccgtgtgg tcagcgtcct caccgtcctg caccaggact 300 

40 ggctgaatgg, caaggagtac aagtgcaagg tctccaacaa agccctccca acccccatcg 360 

41 agaaaaccat ctccaaagcc aaagggcagc cccgagaacc acaggtgtac accctgcccc 420 

42 catcccggga tgagctgacc aagaaccagg tcagcctgac ctgcctggtc aaaggcttct 480 

43 atccaagcga catcgccgtg gagtgggaga gcaatgggca gccggagaac aactacaaga 540 

44 ccacgcctcc cgtgctggac tccgacggct ccttcttcct ctacagcaag ctcaccgtgg 600 

45 acaagagcag gtggcagcag gggaacgtct tctcatgctc cgtgatgcat gaggctctgc 660 
4 6 acaaccacta cacgcagaag agcctctccc tgtctccggg taaatgagtg cgacggccgc 720 
47 gactctagag gat 733 

50 <210> SEQ ID NO: 2 

51 <211> LENGTH: 2043 

52 <212> TYPE: DNA 

53 <213> ORGANISM: Homo sapiens 

55 <400> SEQUENCE: 2 

56 ccacgcgtcc gatccctcta ctggcaatag gaagcacgca caatcccttt tctgtttcga 60 

57 ctgtataccc cttatcatca aaacggctaa tgggcgacag tctggttctg gggccaacaa 120 

58 cttggagaag ttgcaaatgg tgtgacctcc ctttcgcctt tccccttgac tcttctgaag 180 

59 aatcagagat agctgtgcat aatgtagcca gcgtaatgct ggactctgtg aagctgagca 240 

60 ggagcagatg cggaagatcc tctaccagaa agagtctaat tacaacaggt taaagagggc 300 

61 caagatggac aagtctatgt ttgtcaagat caaaaccctg gggatcggtg cctttggaga 360 

62 agtgtgcctt gcttgtaagg tggacactca cgccctgtac gccatgaaga ccctaaggaa 420 

63 aaaggatgtc ctgaaccgga atcaggtggc ccacgtcaag gccgagaggg acatcctggc 480. 
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64 cgaggcagac aatgagtggg tggtcaaact ctactactcc 

65 gtactttgtg* atggactaca tccctggtgg ggacatgatg 

66 ggtcttccct gagcacctgg cccggttcta catcgcagag 
' 67 tgtccacaag atgggcttca tccaccgaga catcaagcct 

68 ggatggtcac attaaactca cagatttcgg cctctgcact 

69 ttccaaatat taccagaaag ggagccatgt cagacaggac 

70 ctgggatgat gtgtctaact gtcggtgtgg ggacaggctg 

71 gcggaagcag caccagaggt gcctggcaca ttcactggtg 

72 acccgaggtg ctcctccgca aagggtacac tcaactctgt 

73 gattctcttc gagatgctgg tggggcagcc gccctttttg 

74 ccagctgaag gtgatcaact gggagaacac gctccacatt 

75 ccctgaggcc agggacctca tcaccaagct gtgctgctcc 

76 gaatggggcc gatgacctga aggcccaccc cttcttcagc 

77 catccggaag cagccagccc cctacgttcc caccatcagc 

78 tttcgacccc gtagatgaag aaagcccttg gaacgatgcc 
7 9 ctgggacaca ctcacctcgc ccaataacaa gcatcctgag 

80 cttccgaagg ttctttgatg acaatggcta cccctttcga 

81 agaagcttca caggctgaga gctcagattt agaaagctct 

82 aggctgccag cctgtgtacg tgtagatggg ggccaggcac 

83 caggtcaggg tcccggagcc ggtgccctca caggccaata 

84 gttttaaatt agtccgtcga ttacttcact tgaaattctg 

85 aacaggacac ttttgaaaac aggactcagc atcgctttca 

86 actgcattaa aacaatattt ttgaaaattt agtacagttt 

87 ttatatccat tttttcttac taaattatag ggattaactt 

88 attttctaca tttgtatttt atccatagca cttattcaca 

89 ctgaagaaca ttgatgagaa atctctgtgc aataatgtaa 

90 aaa 
<210> SEQ ID NO: 3 
<211> LENGTH: 3611 

95 <212> TYPE: DNA 

96 <213> ORGANISM: Homo sapiens 

98 <400> SEQUENCE: 3 

99 cacgcgtccg agcagaactt gatcctccgc aaccagatcc 

100 gatatcctca ccttcgccga gaacccgttt gtggtcggca 

101 cggcgccacc tctgcatggt catggaatat gtggaaggcg 

102 aagaatattg gagcgctgcc cgtagagatg gcccgcatgt 

103 gccctggagt atttgcacaa ctatggcatc gtgcaccgcg 

104 cttatcacct ccatgggtca catcaagctc acagatttcg 

105 atgagcctca ccaccaactt atatgaaggc cacatcgaga 

106 gacaaacagg tgtgtgggac cccagagtac atcgcgcccg 

107 tacggcaagc cagtggactg gtgggctatg gggatcatcc 

108 tgtgtgccct tcttcggaga cacaccagag gagctatttg 

109 atcctgtggc ccgaggggga tgaggcccta cctacggagg 

110 ctcctgcaga ccaaccctct ggtcaggctt ggggcaggcg 

111 cacagtttct ttcgagacct ggactggaca gggctcctga 

112 ccccacctag agtcggaaga tgacactagc tactttgaca 

113 cacgtgaact cctatgacga ggatgacacg acggaggagg 

114 ttctcttcct gctctccgcg cttcagcaag gtgtatagca 

115 cacgagccca agaccccagt agcagctgca gggagcagca 



93 
94 



ttccaagaca 
agcctgctga 
ctgactttgg 
gataacattt 
gggttcaggt 
agcatggagc 
aagaccctag 
gggactccaa 
gactggtgga 
gcacctactc 
ccagcccagg 
gcagaccacc 
gccattgact 
caccccatgg 
agcgaaggta 
cacgcatttt 
tgcccaaagc 
gatctggtgg 
ccccaccact 
gggaagccga 
ctcttcacca 
ataggctttt 
agaaagagca 
tgacaaatca 
tttaggaaaa 
aaaaaaaaaa 



aagacagcct 

tccggatgga 

ccattgagag 

tgatagatct 

ggactcacaa 

ccagcgacct 

agcagagggc 

actacatcgc 

gtgttggagt 

ccacagaaac 

tgaagctgag 

gcctggggcg* 

tctccagtga 

acacctcgaa 

gcaccaaggc 

acgaattcac 

cttcaggagc 

atcagactga 

cgctgcctcc 

gggctgtttt 

agaaaaccca 

caggaccttc 

cttattttgt 

tgctgctgtt 

gacataaaaa 

aaaaaaaaaa 



agcaggcctt t 
tgttctgctc 
gcgactgtgc 
actttgctga 
acctcaagcc 
gcctctccaa 
aggacgcccg 
aggtcatcct 
tctacgagtt 
gacaggtcat 
cccaactcct 
gcgcttttga 
ggcagaaggc 
cccgctcaga 
agcccgtgga 
gcatggagca 
agcgggagcc 



gtggagcgc 

ctttgagact 

caccctgctg 

gacggtgcta 

tgacaacctc 

gatggggctc 

agagttcctg 

gcgtcaaggc 

cctggtgggc 

cagtgatgac 

catatccagc 

ggtgaagcag 

cgagttcatc 

caggtatcac 

aatccgccag 

gctgtcgcag 

gagcaccaag 



540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2043 
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116 ggccccgagg agaaggtggc cggcaagcgg gaggggctgg gcggcctgac cctgcgtgag 1080 

117 aagacctgga gagggggctc tccggagatc aagcgattct ccgcgtccga ggccagtttc 1140 

118 ctggagggag aggccagtcc ccctttgggc gcccgccgcc gtttctcggc gctgctggag 1200 

119 cccagccgct tcagcgcccc ccaagaggac gaggatgagg cccggctgcg caggcctccc 1260 

120 cggcccagct ccgaccccgc gggatccctg gatgcacggg cccccaaaga ggagactcaa 1320 

121 ggggaaggca cctccagcgc cggggactcc gaggccactg accgtccacg cccaggtgac 1380 

122 ctctgcccac cctcgaagga tggggatgca tcaggcccaa gggctaccaa tgacttggtt 1440 

123 ctgcgccggg cgcggcacca gcagatgtca ggggatgtgg cagtagagaa gaggccttct 1500 

124 cgaactgggg gcaaagtcat caaatcagcc tcagccactg ccttatctgt catgattcct 1560 

125 gcagtggacc cacatggaag ttcacccctt gctagtccca tgtctccacg atctctgtcc 1620 

126 tccaacccat cctcacggga ctcctcaccc agccgggact actcaccagc tgtcagtggg * 1680 

127 ctccgctccc ccatcaccat ccagcgctcg ggcaagaagt atggcttcac actgcgtgcc 1740 

128 atccgtgtct acatgggtga cacggatgtc tatagtgtcc accacattgt ctggcatgtg 1800 

129 gaggaaggag gcccagccca ggaggcagga ctctgtgctg gggacctcat cacccacgtg 1860 

130 aatggggagc ctgtgcatgg catggtgcat cctgaggtcg tggagctgat ccttaagagt 1920' 

131 ggcaacaagg tagcagtgac cacaacgccc ttcgaaaata cctctatccg cattggtccc 1980 

132 gcaaggcgca gcagctacaa ggctaaaatg gctcggagga acaagcgacc ctccgccaag 2040 

133 gagggccagg agagcaagaa gcgcagctcc ctcttccgga agatcacgaa gcagtcgaac 2100 

134 ctgctgcata ctagccgctc gctgtcgtcg ctgaaccgct cgctgtcatc cagcgatagt 2160 

135 ctcccgggct cgcctacgca cgggctgccg gcgcgctcgc ccacgcacag ctaccgctcc 2220 

136 acgcctgact ccgcctacct aggcgcctca tcccagagca gctccccagc ctcgagcacg 2280 

137 cccaactcgc ctgcgtcgtc ggcgtcgcac cacattcggc ccagcacgct gcacggactg 234 0 

138 tcgccaaagc tccatcgcca gtaccgctct gcgcgatgca agtcggccgg caacatccct 2400 

139 ctatcgccgc tggcacacac gccgtccccc acgcaggcgt caccgccgcc actgccgggc 24 60 

140 cacacggtgg gcagctcgca cactactcag agcttcccgg ccaaactgca. ctcatcgcct 2520 

141 cccgtcgtgc gcccgcgccc caagagtgcc gagccccctc gctcgccgct cctcaagcgc 2580 

142 gtgcagtcgg ccgagaagct gggagcctct ttgagtgcgg acaagaaggg cgcgctgcgc 264 0 

143 aaacacagcc tcgaggtggg ccacccggat ttccgcaagg acttccatgg cgagctggcg 2700 

144 ctgcatagcc ttgccgagtc cgacggtgag acgcccccag tcgagggcct tggcgcgccc 2760 

145 cggcaggtcg ccgtccgccg cctgggccga caggagtcac ctttgagcct gggcgcggac 2820 
14 6 ccgttgctgc ccgagggtgc ctccaggcca ccagtgtcga gcaaggagaa ggaatccccg 2880 

147 gggggcgccg aggcgtgcac cccaccccgc gcgacgaccc ccggtggccg gaccctggag 2940 

148 cgggacgtcg gctgcacgcg gcatcagagc gtgcagacgg aggatggcac tggcgggatg 3000 

149 gccagggctg tggccaaggc ggcgctgagc ccggtgcagg aacacgagac aggccggcgc 3060 

150 agcagctctg gcgaggcggg cacacccctg gtacccattg tcgtagagcc tgcgcggccc 3120 

151 ggggctaagg ctgtggtgcc tcagcctctg ggcgcggact ccaaggggtt gcaggaaccc 3180 

152 gcacccctgg cgccttccgt gcccgaggcc ccccggggcc gggagcgctg ggtgttggag 3240 

153 gtggtggagg agcgcaccac gctgagcggt cctcgctcca agcccgcctc cccaaagctc 3300 

154 tccccggagc cccagacacc ctccctagcc ccagcgaagt gcagtgcacc cagcagtgca 3360 

155 gtgaccccag tcccacccgc atccctcttg ggctcaggca ccaagcctca agtggggctg 3420 

156 acctcccggt gccctgctga agctgtgccc ccagcaggcc tgaccaaaaa aggagtgtcc 3480. 

157 agtcccgcac ccccgggacc atagccaagg gggtcatcgg ccccgcgctg tacagcctcc 3540 

158 gtatacatat gtacacatat aaataaagtg cgtccgtgct gcgtgaaaaa aaaaaaaaaa 3600 

159 aaaaaaaaaa a 3611 

162 <210> SEQ ID NO: 4 

163 <211> LENGTH: 1426 

164 <212> TYPE: DNA 

165 <213> ORGANISM: Homo sapiens 
167 <400> SEQUENCE: 4 
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Input Set : 
Output Set: 

168 ggcacgagaa aacctcccag 

169 attacatcat cttcataaac 

170 cttggaaggg cctggcacac 

171 aaatttggaa gagttctttg 

172 aaatgtcctg aagaaaagca 

173 agaagttgtg aggggtgctg 

174 gctttatgaa atgttttcag 

175 tgaaaagatc ttatgtgaag 

176 agcttcttca gattttatta 

177 attgacttgg acaaggctac 

178 tcaggaatca agcgtcgaag 

179 acaagattcc aaggagcttt 

180 tggtcaacca ctaggtcact 

181 tactcttgag ggtcaattga 

182 aactagcact gcagtggaag 

183 gacttctcct ctgaccaaga 

184 gatgagagag cttatctaca 

185 aaagataatg aaacagccac 

186 ttcagtggat aagttattat 

187 gtgctcgcag atcgactcca 

188 cctttgctat ttgtgcgtgg 

189 ccccctgttc caattgctaa 

190 gttctcttaa ctgaattaat 

191 ttaccaaccc ttggggagct 

194 <210> SEQ ID NO: 5 

195 <211> LENGTH: 2380 

196 <212> TYPE: DNA 

197 <213> ORGANISM: Homo s 

199 <400> SEQUENCE: 5 

200 ggcacgagag agaattggct 

201 gcaaggaagt aaatgcactt 

202 gaattgttca gtattatggc 

203 tggaatatat gccagggggt 

204 agaatgtgac taggaaatac 

205 atatgattgt ccatagagat 

206 tcaaactagg agattttggg 

207 gaatgaagtc tgtcacgggc 

208 gctatggaag aaaagcagac 

209 aaaagccgcc ttgggctgaa 

210 caacaaaccc aaagctgcca 

211 tttttgtaga ggccaaactg 

212 attatcacta gcagccagta 

213 accttctctc tgactgcact 

214 acaagaggga aagtatttct 

215 taaatttttt atatttaatc 

216 tttataatgt actgatgtgg 

217 tagtacaaac aaatcatttg 

218 cacatcagtg acgatgggaa 

219 agtttttagt gatagtattt 



A: \Pto . amc 

C : \CRF3\05222001\I836392 . raw 



aagatgttgt 
ttggcattct 
tgaagtttag 
ctttggtggc 
tgaaaagtag 
acttttccat 
gaaaacctcc 
atcctttgcc 
atttgcttga 
tgcagcattc 
atctcagtct 
tgcagaactc 
ctttcagact 
atgaatccat 
taagtcctgg 
ttacaagtgg 
cggactcaga 
cagttaaatt 
ttctgaaaga 
ctgagaagag 
tggctggtca 
tccagcattt 
tagggaaaac 
gatctatctt 



apiens 

gttaagcaag 
gagtgtgaaa 
tgtttgaggg 
tcaattaagg 
acccgtcaga 
atcaaaggcg 
gccagcaaac 
acaccatact 
atctggagtg 
tttgaagcaa 
cctcatgtct 
agaccttcag 
acctctcctg 
tttctttttt 
cttgattctt 
tttttttccc 
ttcagagaga 
gaatacctaa 
gacatggaaa 
aaaatatatc 



gagagaattt 
cttttgtgac 
caacttttgc 
agcagaggaa 
agtcaaagga 
ctccagtgac 
attcttctca 
acctattccg 
tgggttactt 
attttggaag 
cagcagaaac 
tcagagtaga 
agaaaatcca 
gtttcttctc 
tgaggatatg 
acacctgagt 
tcttgttgtc 
tgatgcaaaa 
tcaagattgg 
catgggggcc 
ccaggaggtg 
gcggatagct 
ttcaggaaca 
gtagccaccc 



ggaattgacc 
atttctccta 
ttggcaaaag 
ggaggaggtg 
tctcctgtat 
ctctggtctt 
gaaagtattt 
aaagattctt 
caaagagatc 
aaagcttttg 
actatggagt 
caagcaaaag 
actgagtttc 
agttctcgtc 
actcactgtt 
cagcaggacc 
acccccatta 
atattgcatc 
aatgactttt 
tcccgagcca 
gccaccaggc 
ccaaactggg 
gcagattaaa 
aggaag 



tgattagtgg 
ggaagatact 
tggaaggtga 
ataatgggga 
atacagcacc 
tgggctgtct 
cagaattaac 
ctcgtcctaa 
ctcagaaaag 
ctggagcaga 
gttctgggcc 
ggcacaagag 
ggcctaaggg 
ctactcccag 
caccacagaa 
tggaatccca 
tcgacaatcc 
taccaacata 
tgcaacaagt 
agctgaatct 
tcctccattc 
atatgcaatt 
acagtgcctt 



ttcaatttga 
ttcagttgct 
atccccagga 
accaattaaa 
ttctggaggg 
caaatatcct 
ggcttcagac 
ggatgagccc 
ttgcatgtac 
tggctgccat 
cagactatac 
ctgatgaact 
tgcctctacc 
ataaaaaaag 
ggttaaattt 
ttacaagaac 
taaagcactt 
agattgtaga 
acaaggagaa 
ctcatttgtg 



ccccgatagt 
gaaaaacttg 
aaaaacactt 
agcatatggc 
tgtccattat 
gcgagattca 
catctgtctc 
tgaagtcatc 
tgtggtagaa 
ctttaaaatc 
tcgagatttc 
cttaaggcac 
tagctcccat 
agagatgggg 
gtttaataat 
ttgaagtttt 
tagtacatag 
gtcattccct 
gaaaatgatg 
gggttgagcc 



cctgagacca 
ctacatgagc 
tccatattta 
gctcttactg 
ttgcacagta 
acaggcaacg 
tcagggacag 
agtggagaag 
atgctaactg 
gccactcagc 
ctcaaacgga 
atgtttgtgc 
ctattcattc 
gagaaaaaag 
aataatatcc 
ttttttaatt 
tcactctttt 
ctatcactga 
tataatttgt 
ctaaacttta 



60 
120 
.180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1426 
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220 gtttagggta ggtactcaac 

221 atcctaacct ctgtctacca 

222 ctctgagagg tatgtttatt 

223 aga'tccacgt tactggaatc 

224 cacacacaca cacacacaca 

225 aaataaaaga caaaaggaca 

226 ttacagtcaa tagaaataat 

227 ttttgtttta cttgaggggg 

228 tgtataccat cttctatttc 

229 agagttcaat tagtaatgtt 

230 cacagaatac taaagcacct 

231 tggagcgagg atgatttcac 

232 aattggaggg atactagtaa 

233 ataatacaca aggaaagcag 

234 ggctgagaaa ccctgatgta 

235 aagcagtaaa tgcaagaaag 

236 aggattttac aagatcagat 

237 gcaaatagca atcactttac 

238 ggaacaaact gaatttgaac 

239 cttaaaattc atgattttgg 

242 <210> SEQ ID NO: 6 

243 <211> LENGTH: 2946 

244 <212> TYPE: DNA 

245 <213> ORGANISM: Homo sapiens 
247 <400> SEQUENCE: 6 



248 ccacgcgtcc ggcactttac gagacaccat tgaccaggga ctgtatcgag acaccgtcag 60 

249 actctggagg ctttttcgag agattctgga tggattagct tatatccatg agaaaggaat 120 

250 gattcaccgg gatttgaagc ctgtcaacat ttttttggat tctgatgacc atgtgaaaat 180 

251 aggtgatttt ggtttggcga cagaccatct agccttttct gctgacagca aacaagacga 24 0 

252 tcagacagga gacttgatta agtcagaccc ttcaggtcac ttaactggga tggttggcac 300 

253 tgctctctat gtaagcccag aggtccaagg aagcaccaaa tctgcataca accagaaagt 360 

254 ggatctcttc agcctgggaa ttatcttctt tgagatgtcc tatcacccca tggtcacggc 420 

255 ttcagaaagg atctttgttc tcaaccaact cagagatccc acttcgccta agtttccaga 480 

256 agactttgac gatggagagc atgcaaagca gaaatcagtc atctcctggc tgttgaacca 540 

257 cgatccagca aaacggccca cagccacaga actgctcaag agtgagctgc tgcccccacc 600 

258 ccagatggag gagtcagagc tgcatgaagt gctgcaccac acgctgacca acgtggatgg - 660 

259 gaaggcctac cgcaccatga tggcccagat cttctcgcag cgcatctccc ctgccatcga 720 

260 ttacacctat gacagcgaca tactgaaggg caacttctca atccgtacag ccaagatgca 780 

261 gcagcatgtg tgtgaaacca tcatccgcat ctttaaaaga catggagctg ttcagttgtg 840 

262 tactccacta ctgcttcccc gaaacagaca aatatatgag cacaacgaag ctgccctatt 900 

263 catggaccac agcgggatgc tggtgatgct tccttttgac ctgcggatcc cttttgcaag 960 

264 atatgtggca agaaataata tattgaattt aaaacgatac tgcatagaac gtgtgttcag 1020 

265 gccgcgcaag ttagatcgat ttcatcccaa agaacttctg gagtgtgcat ttgatattgt 1080 

266 cacttctacc accaacagct ttctgcccac tgctgaaatt atctacacta tctatgaaat 1140 

267 catccaagag tttccagcac ttcaggaaag aaattacagt atttatttga accataccat 1200 

268 gttattgaaa gcaatactct tacactgtgg gatcccagaa gataaactca gtcaagtcta 1260 

269 cattattctg tatgatgctg tgacagagaa gctgacgagg agagaagtgg aagctaaatt 1320 

270 ttgtaatctg tctttgtctt ctaatagtct gtgtcgactc tacaagttta ttgaacagaa 1380 

271 gggagatttg caagatctta tgccaacaat aaattcatta ataaaacaga aaacaggtat 1440 



ttaaagaata taggtttctt cttatatctg tattctttag 1260 

acctttttgc tcagtaggag tcttgataga agatatgaat 1320 

tgttaatcct aaccagtata ataagcaaat acactataat '1380 

tgtaaacctt gagggatagc tttctgctta aaaacacaca 1440 

cggaaaacct ttattttaaa gtcaagttgt gagcaaatag 1500 

tcactcttat caaatgtgtg agcagtagaa gagaccacat 1560 

gaaaaaaaat taggtgttta gtgtatttta aacagttttg 1620 

acgtcccaaa attaaaggaa tggagaaata atcaaaatca 1680 

cagctcctga ttccccatag gtaacatccc ttaggagcga 1740 

tatgtgttat gtcaggagat gaaacccttg ttcttaggat 1800 

caaaaaaaca ggtatcatgt gaaacagtgg ttgccaaaag 1860 

taggcatttg gcaattctta gagacatttc cggttgtcac 1920 

catgaattgg gtagaggcca gggatgttgc taaatagatt 1980 

cctcaaagaa ttacccctcc caaaatgtca gaagtgctga 204 0 

aagatcagtc ccagttataa actgaaaaca gctatttaca 2100 

aaaaggaagt cgcaaagaga aagtgatgta atgcaaattg 2160 

actgctgctt taagtcaagg gtgaataatc tcaacaaaca 2220 

cagctgcata ttgcacccac ataggtaact cttcatttta 2280 

actgagcctt ttgaactcag ccatctctat atattctttc 2340 

gcaaaaaaaa aaaaaaaaaa 2380 
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699 


<210> SEQ ID NO 


: 16 
























700 


<211> LENGTH: 1134 
























701 


<212> TYPE: 


PRT 


























702 


<213> ORGANISM: 


Homo sapiens 


















704 


<400> SEQUENCE: 


16 
























705 


Met 


Phe 


Cys 


Ser 


Phe 


Glu 


Thr 


Arg 


Arg 


His 


Leu 


Cys 


Met 


Val 


Met 


Glu 


706 


1 








5 










10 










15 




708 


Tyr 


Val 


Glu 


Gly 


Gly 


Asp 


Cys 


Ala 


Thr 


Leu 


Leu 


Lys 


Asn 


He 


Gly 


Ala 


709 








20 










25 










30 






711 


Leu 


Pro 


Val 


Glu 


Met 


Ala 


Arg 


Met 


Tyr 


Phe 


Ala 


Glu 


Thr 


Val 


Leu 


Ala 


712 






35 










40 










45 








714 


Leu 


Glu 


Tyr 


Leu 


His 


Asn 


Tyr 


Gly 


He 


Val 


His 


Arg 


Asp 


Leu 


Lys 


Pro 


715 




50 










55 










60 










717 


Asp 


Asn 


Leu 


Leu 


He 


Thr 


Ser 


Met 


Gly 


His 


He 


Lys 


Leu 


Thr 


Asp 


Phe 


718 


65 










70 










75 










80 


720 


Gly 


Leu 


Ser 


Lys 


Met 


Gly 


Leu 


Met 


Ser 


Leu 


Thr 


Thr 


Asn 


Leu 


Tyr 


Glu 


721 










85 










90 










95 




723 


Gly 


His 


He 


Glu 


Lys 


Asp 


Ala 


Arg 


Glu 


Phe 


Leu 


Asp 


Lys 


Gin 


Val 


Cys 


724 








100 










105 










110 






726 


Gly 


Thr 


Pro 


Glu 


Tyr 


He 


Ala 


Pro 


Glu 


Val 


He 


Leu 


Arg 


Gin 


Gly 


Tyr 


727 






115 










120 










125 








729 


Gly 


L ys 


Pro 


Val 


Asp 


Trp 


Trp 


Ala 


Met 


Gly 


He 


He 


Leu 


Tyr 


Glu 


Phe 


730 




130 










135 










140 










732 


Leu 


Val 


Gly 


Cys 


Val 


Pro 


Phe 


Phe 


Gly 


Asp 


Thr 


Pro 


Glu 


Glu 


Leu 


Phe 


733 


145 










150 










155 










160 


735 


Gly 


Gin 


Val 


He 


Ser 


Asp 


Asp 


He 


Leu 


Trp 


Pro 


Glu 


Gly 


Asp 


Glu 


Ala 


736 










165 










170 










175 
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7 38 


Leu 


Pro 


Thr 


Glu 


Ala 


Gin 


Leu 


Leu 


lie 


Ser 


Ser 


Leu 


Leu 


Gin 


Thr 


Asn 


739 








180 










185 










190 






H A 1 

741 


Pro 


Leu 


Val 


Arg 


Leu 


Gly 


Ala 


Gly 


Gly 


Ala 


Pne 


Glu 


val 


Lys 


Gin 


His 


74 2 






195 










200 










205 








*7 A A 
/ 4 4 


Ser 


Phe 


n L> 

Pne 


Arg 


Asp 


Leu 


Asp 


Trp 


Thr 


Gly 


Leu 


Leu 


Arg 


bin 


Lys 


Ala 


74 5 




210 










215 










220 










*7 A 1 

/4 / 


Glu 


Phe 


lie 


Pro 


His 


Leu 


Glu 


Ser 


GlU 


Asp 


Asp 


Thr 


Ser 


Tyr 


Phe 


Asp 


74 8 


225 










230 










235 










240 


750 


Thr 


Arg 


Ser 


Asp 


Arg 


Tyr 


His 


His 


Val 


Asn 


Ser 


Tyr 


Asp 


Glu 


Asp 


Asp 


751 










24 5 










250 










255 




753 


Thr 


Thr 


Glu 


Glu 


Glu 


Pro 


Val 


Glu 


He 


Arg 


Gin 


Phe 


Ser 


Ser 


Cys 


Ser 


754 








260 










265 










270 






756 


Pro 


Arg 


Phe 


Ser 


Lys 


Val 


Tyr 


Ser 


Ser 


Met 


Glu 


Gin 


Leu 


Ser 


Gin 


His 


757 






275 










280 










285 








759 


Glu 


Pro 


Lys 


Thr 


Pro 


Val 


Ala 


Ala 


Ala 


Gly 


Ser 


Ser 


Lys 


Arg 


Glu 


Pro 


760 




290 










295 










300 










762 


Ser 


Thr 


Lys 


Gly 


Pro 


Glu 


Glu 


Lys 


Val 


Ala 


Gly 


Lys 


Arg 


Glu 


Gly 


Leu 


763 


305 










310 










315 










320 


765 


Gly 


Gly 


Leu 


Thr 


Leu 


Arg 


Glu 


Lys 


Thr 


Trp 


Arg 


Gly 


Gly 


Ser 


Pro 


Glu 


766 










325 










330 










335 




768 


lie 


Lys 


Arg 


Phe 


Ser 


Ala 


Ser 


Glu 


Ala 


Ser 


Phe 


Leu 


Glu 


Gly 


Glu 


Ala 


769 








340 










345 










350 






771 


Ser 


Pro 


Pro 


Leu 


Gly 


Ala 


Arg 


Arg 


Arg 


Phe 


Ser 


Ala 


Leu 


Leu 


Glu 


Pro 


772 






355 










360 










365 








774 


Ser 


Arg 


Phe 


Ser 


Ala 


Pro 


Gin 


Glu 


Asp 


Glu 


Asp 


Glu 


Ala 


Arg 


Leu 


Arg 


775 




370 










375 










380 










777 


Arg 


Pro 


Pro 


Arg 


Pro 


Ser 


Ser 


Asp 


Pro 


Ala 


Gly 


Ser 


Leu 


Asp 


Ala 


Arg 


778 


385 










390 










395 










400 


780 


Ala 


Pro 


Lys 


Glu 


Glu 


Thr 


Gin 


Gly 


Glu 


Gly 


Thr 


Ser 


Ser 


Ala 


Gly 


Asp 


781 










405 










410 










415 




783 


Ser 


Glu 


Ala 


Thr 


Asp 


Arg 


Pro 


Arg 


Pro 


Gly 


Asp 


Leu 


Cys 


Pro 


Pro 


Ser 


784 








420 










425 










430 






786 


Lys 


Asp 


Gly 


Asp 


Ala 


Ser 


Gly 


Pro 


Arg 


Ala 


Thr 


Asn 


Asp 


Leu 


Val 


Leu 


787 






435 










440 










445 








789 


Arg 


Arg 


Ala 


Arg 


His 


Gin 


Gin 


Met 


Ser 


Gly 


Asp 


Val 


Ala 


Val 


Glu 


Lys 


790 




450 










4 55 










460 










/ y 2, 


Arg 


Pro 


Ser 


Arg 


Thr 


biy 


biy 


Lys 


vai 


lie 


Lys 


ber 


A±a 


Ser 


Aia 


Thr 


793 


465 










470 










475 










480 


795 


Ala 


Leu 


Ser 


Val 


Met 


He 


Pro 


Ala 


Val 


Asp 


Pro 


His 


Gly 


Ser 


Ser 


Pro 


796 










485 










490 










495 




798 


Leu 


Ala 


Ser 


Pro 


Met 


Ser 


Pro 


Arg 


Ser 


Leu 


Ser 


Ser 


Asn 


Pro 


Ser 


Ser 


799 








500 










505 










510 






801 


Arg 


Asp 


Ser 


Ser 


Pro 


Ser 


Arg 


Asp 


Tyr 


Ser 


Pro 


Ala 


Val 


Ser 


Gly 


Leu 


802 






515 










520 










525 








804 


Arg 


Ser 


Pro 


He 


Thr 


He 


Gin 


Arg 


Ser 


Gly 


Lys 


Lys 


Tyr 


Gly 


Phe 


Thr 


805 




530 










535 










540 










807 


Leu 


Arg 


Ala 


He 


Arg 


Val 


Tyr 


Met 


Gly 


Asp 


Thr 


Asp 


Val 


Tyr 


Ser 


Val 


808 


545 










550 










555 










560 


810 


His 


His 


He 


Val 


Trp 


His 


Val 


Glu 


Glu 


Gly 


Gly 


Pro 


Ala 


Gin 


Glu 


Ala 
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811 



565 



570 



575 



Q1 O 
OIj 




Leu 


Cys 


Ala 


P 1 IT 


Asp 


Leu 


i ie 


i nr 


HIS 


Va 1 

vai 


Asn 


P 1 \T 

uiy 


Pin 


Pro 


17a 1 

vai 


ft 1 A 
O 14 








580 










k ft 

jo j 










Dy u 






ftl £ 
O 1 D 


HIS 


Gly Met Val 


HIS 


Pro 


pin 

VjlU 


Va 1 

vai 


Va 1 

vai 


Pin 
(jlU 


Leu 


lie 


Leu 


Lys 


Ser 


P 1 \r 


ftl 7 






^ Q ^ 

o y d 










DUU 










OUj 










Asn 


Lys 


Val 


Ala 


vai 


i nr 


i nr 


l nr 


Pro 


pne 


p i ti 

CjlU 


Asn 


Thr 


Ser 


Tin 

1 ie 


Arg 


ft o n 




blU 










OlD 










ton 
oz u 










ft O D 

o zz 


Tl - 

i ie 


Pi \r 

biy 


Pro 


a l a 
t\±a 


Arg 


Arg 


Ser 


Ser 


Tyr 


Lys 


aia 
Aia 


Lys 


Met 


aia 
Aia 


Arg 


Arg 


ft O "5 
O Z J 


roc 
OZD 










con 
OJU 










0 J D 










£ a r\ 

04 u 


OZD 


Asn 


Lys 


Arg 


Pro 


Ser 


Aia 


Lys 


p i it 

bill 


Gly 


Pin 

bin 


Pin 

(jIU 


ber 


Lys 


Lys 


Arg 


Ser 


ft D£ 










D4 D 










ODU 










£ ^ 

ODD 




OOP 
oZo 


Ser 


Leu 


Pne 


Arg 


Lys 


lie 


i nr 


Lys 


vjin 


Ser 


Asn 


Leu 


Leu 


Ui „ 

HIS 


Thr 


Ser 


ft O Q 








OOU 










c a ^ 
boo 










b / u 






ft "3 1 


Arg 


Ser 


Leu 


Cor 


Ser 


Leu 


Asn 


Arg 


Ser 


Leu 


Ser 


Ser 


Ser 


Asp 


Ser 


Leu 


OJZ 






O / D 










con 
o oU 










bo D 








ft Q A 

O o 4 


Pro 


p 1 T7 

L>iy 


C ^ v 

ber 


Pro 


Thr 


TJ -I 

H1S 


P 1 \T 

oiy 


Leu 


Pro 


aia 

Aia 


Arg 


Ser 


Pro 


Thr 


U i n 

HIS 


Ser 


QOC 
O J J 




£ Q 

d y u 










o y d 










7 n a 
/ uu 










0 3/ 


Tyr 


Arg 


Cor 


±111 


Pro 


Asp 


Ser 


Aia 


Tyr 


Leu 


P 1 TT 

uiy 


aia 
Aia 


Ser 


Ser 


P 1 n 

Gin 


Ser 


ft "2 Q 
O JO 


7 fi C 

/U 3 










Tin 

/ 1U 










71 c 

/ID 










/ z u 




ber 


Ser 


Pro 


a 1 a 

Aid 


Oar 


Ser 


i nr 


Pro 


Asn 


Ser 


Pro 


aia 
Aia 


ber 


Ser 


aia 
Aia 


Ser 


ft A 1 
Oil 










7 "5 R 
(ZD 










/ jU 










7 "} ^ 






His 


His 


i ie 


Arg 


Pro 


Ser 


Tnr 


Leu 


His 


Gly 


Leu 


ber 


Pro 


Lys 


Leu 


His 


ft A A 
O 4 4 








/ 4 u 










/ 4 d 










7^0 

/ DU 






8 4 0 


Arg 


\j in 


Tyr 


Arg 


Ser 


Aia 


Arg 


Cys 


Lys 


Ser 


Aia 


P 1 TT 

uiy 


Asn 


Ti- 
ne 


Pro 


Leu 


Q A 7 

o4 / 






/ jj 










1 oU 










/ bD 








ft A Q 


Ser 


Pro 


Leu 


Aia 


HIS 


i nr 


Pro 


Ser 


Pro 


Thr 


Pin 

bin 


aia 

Aia 


Ser 


Pro 


Pro 


Pro 


q ^ n 
ojU 




/ / u 










/ / D 










Ton 
/ oU 










OCT 

0 D Z 


Leu 


Pro 




TT 1 „ 

nib 


Tnr 


"17--. T 

vai 


P 1 TT 

uiy 


Ser 


Ser 


His 


Thr 


Thr 


bin 


ber 


Phe 


Pro 


Q CL? 
OJJ 


7 Q tr 
/ O D 










Tan 

/ y u 










T q e 

/ y d 










oUU 


ft c 
ODD 


Ala 


Lys 


Leu 


nib 


Ser 


Ser 


Pro 


Pro 


vai 


17-1 1 

vai 


Arg 


Pro 


Arg 


Pro 


Lys 


Ser 


ft ^ G. 
ODD 










OUj 










0 1U 










01 e 
Ol D 




ODo 


Ala 


Pin 
bill 


Pro 


Pro 


Arg 


Ser 


Pro 


Leu 


Leu 


Lys 


Arg 


vai 


Gin 


Ser 


Ala 


Glu 


ft ^ Q 

o D y 








ozU 










q 0 

OZD 










ft "3 n 

OJU 






Q C 1 


Lys 


Leu 


Gly 


Ala 


Ser 


Leu 


Ser 


Ala 


Asp 


Lys 


Lys 


Gly 


Ala 


Leu 


Arg 


Lys 


ft £ 0 

0 o z 






835 










ft n 
o 4 u 










ft A ^ 
O 4 D 








864 


His 


Ser 


Leu 


Glu 


Val 


Gly 


His 


Pro 


Asp 


Phe 


Arg 


Lys 


Asp 


Phe 


His 


Gly 


865 




850 










855 










860 










867 


Glu 


Leu 


Ala 


Leu 


His 


Ser 


Leu 


Ala 


Glu 


Ser 


Asp 


Gly 


Glu 


Thr 


Pro 


Pro 


868 


865 










870 










875 










880 


870 


Val 


Glu 


Gly 


Leu 


Gly 


Ala 


Pro 


Arg 


Gin 


Val 


Ala 


Val 


Arg 


Arg 


Leu 


Gly 


871 










885 










890 










895 




873 


Arg 


Gin 


Glu 


Ser 


Pro 


Leu 


Ser 


Leu 


Gly 


Ala 


Asp 


Pro 


Leu 


Leu 


Pro 


Glu 


874 








900 










905 










910 






876 


Gly 


Ala 


Ser 


Arg 


Pro 


Pro 


Val 


Ser 


Ser 


Lys 


Glu 


Lys 


Glu 


Ser 


Pro 


Gly 


877 






915 










920 










925 








879 


Gly 


Ala 


Glu 


Ala 


Cys 


Thr 


Pro 


Pro 


Arg 


Ala 


Thr 


Thr 


Pro 


Gly 


Gly 


Arg 


880 




930 










935 










940 










882 


Thr 


Leu 


Glu 


Arg 


Asp 


Val 


Gly 


Cys 


Thr 


Arg 


His 


Gin 


Ser 


Val 


Gin 


Thr 


883 


945 










950 










955 










960 
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ft p ^ 


olU ASp 


u±y 


Thr Gly 


Gly Met 


Ala 


Arg Ala 


Val Ala 


Lys 


Ala 


Ala Leu 




o o U 






965 






970 








975 




ft ft ft 

ODD 


Ser Pro 


Val 


Gin Glu 


His Glu 


Thr 


Gly Arg 


Arg Ser 


Ser 


Ser 


Gly Glu 




o o y 






980 






985 






990 






ft Q 1 

o y i 


Ala Gly 


Thr 


Pro Leu 


Val Pro 


He 


Val Val 


Glu Pro 


Ala 


Arg 


Pro Gly 




ft G O 

o y z 




995 




1000 




1005 








O Ci A 

894 


Ala Lys 


Ala 


Val Val 


Pro Gin 


Pro 


Leu Gly 


Ala Asp 


Ser 


Lys 


Gly Leu 




pqc 


1010 






1015 






1020 


Aia 








ft Q 7 

o y / 


Gin Glu 


Pro 


Ala Pro 


Leu Ala 


Pro 


Ser Val 


Pro Glu 


Pro 


Arg Gly 


E- - > 


898 




















900 


Arg Glu 


Arg 


Trp Val 


Leu Glu 


Val 


Val Glu 


Glu Arg 


Thr 


Thr 


Leu Ser 


E--> 


901 






1045 






1050 




} 


1055 




903 


Gly Pro 


Arg 


Ser Lys 


Pro Ala 


Ser 


Pro Lys 


Leu Ser 


Pro 


Glu 


Pro Gin 


E--> 


904 




1060 




1065 




1070 






906 


Thr Pro 


Ser 


Leu Ala 


Pro Ala 


Lys 


Cys Ser 


Ala Pro 


Ser 


Ser 


Ala Val 


E--> 


907 


1075 




1080 




1085 








909 


Thr Pro 


Val 


Pro Pro 


Ala Ser 


Leu 


Leu Gly 


Ser Gly 


Thr 


Lys 


Pro Gin 


E--> 


910 


1090 






1095 






1100 










912 


Val Gly Leu Thr Ser Arg Cys Pro Al.a Glu 


Ala Val 


Pro 


Pro 


Ala Gly 


E--> 


913 






lM-fr 


Dtp 




L14rS 


n/f 








915 


Leu Thr 


Lys 


Lys Gly 


Val Ser 


Ser 


Pro Ala 


Pro Pro 


Gly 


Pro 




E--> 


916 






1125 






1130 
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Input Set : A:\ES.txt 

Output Set: N:\CRF3\05102001\l836392.raw 

L : 9 M:270 C: Current Application Number differs, Replaced Current Application Number 
L:898 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID:16 
M:332 Repeated in SeqNo=16 
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CRF Erro^Corroctod by tho STIC Systoms WFanch I j 

I I Changed a lile from non-ASCII to ASCII feWT^^ Verified by : ~Z { IT (STIC staff) 

| | Changed the margins in cases where the sequence text was \vrdppeJa^3own to the next line. 

| [ Edited a format error in the Current Application Data section, specifically: 

| | Edited the Current Application Data section wrth the actual current number. The number inputted by the 
apjplicant was D the prior application data; or O other . 

| | Added the mandatory heading and subheadings for "Current Application Data". 

| | Edited tho "Number of Sequences" field. The applicant spelled out a number'instead of using an integer. 

| | Changed tho spelling of a mandatory field (the headings or subheadings), specifically; 

| | Corrected the SEQ ID NO when obviously incorrect. The sequence numbers that were edited were: 

| | Inserted or corrected a nucleic number at tho end of a nucleic line. SEQ ID NO'S edited: 



[ | Corrected subheading placement. All responses must be on the same line as each subheading. If the 

applicant placed a response below the subheading, this was moved to its appropriate place. 

J j Inserted colons after headings/subheadings. Headings edited included: , 

| | Deleted extra, invalid, headings used by an applicant, specrficaJly: 

I I Deleted: □ non-ASCII "garbage" at the beginning/end of files; □ secretary initials/filename at end of file; 

□ page numbers throughout text; □ other invalid text, such as . 

| | Inserted mandatory headings, specifically: 



| | Corrected an obvious error in the response, specifically: 



| | Edited identifiers where upper case is used but lower case is required, or vice versa. 

1 1 Corrected an error in the Number of Sequences field, specifically: 

1 1 A "Hard Page Break" code was inserted by the applicant. All occurrences had to be deleted. 



| | / Oeleted ending stop codon in amino acid sequences and adjusted the "(A)Length:* field accordingly (error 
due to a Patentln bug). Sequences corrected: __ . . 



Qther ' c^v^ufbd ^^^^?.-- ^* /^ 



'Examiner: The above corrections must be communicated to the applicant in the first Office 
Actfon. DO NOT send a copy of this form. 3/1/95 



